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Reporting countries EU/EEA summary
Indicator Syndrome or pathogen Week 41 Week 40 Description Value
ILIfARI consultation rates in primary ARl 13 rates 16 rates Distribution & Baszline
carz {11 MEM) [11 MEM) of country 3 Low

WIEM categories

LI 18 rates 2 rates 16 Baseline

{18 MEM) (21 MEM) 1low
1 Mesdium

ILI/ARI test positivity in primary care Influenza 16 17 Pooled $ 21%
[median; IQR) 10; 0-2%)

RSV 15 1 ¢ 0.5%
0; 0-0.7%)
SARS-Col2 15 1 $ 15%

(15; 10~22%)
SAR| rates in hospitals AR 10 n - -
SAR| test positivity in hospitals Influenza g 5 Pooled $ 45%
[median; IQR) (35; 1.8-11%)
RSV 3 5 0.6%
m; 0-0.1%)
SARS-Co\t2 7 8 * 3.4%
(6.1; 4-3.2%)
Intensity Influenza 1 24 Distribution of 13 Baseline
(country-defined) country qualitative 2 Low
categories
Geographic spread Influenza 19 22 Distribution of 7 No activity
(country-defined) country qualitative 11 Sporadic
categorizs 1 Local

g, CDC (L)

&5 00 oLl s i Lol ,,SM: Slaxi g widd oo (0,135 1) Lodls a5 o ygunS dguxo Slui 4y azei b -
el Hlgabd lzxad b gyl ol jaw 30 S 5gl ol Candy Jols

el Gl s Al sl o bygiS dan 45 (55T RSV § Islelasl colai-

55).0 9 ICU ) ‘_g).'l.wg“_g).';w.gd.l.g.?)" NA-u98S Wy LthbA.aL& ‘_g\)_) SYG ylas PR uw Yoo Jlo #0 o‘)él-
IR AR

SARS- ply 0 o (Swosl 099 ol o SARS-COV-2 15l (00,5 L aS Y-YF Jlo gl o) 31 () S | (xK0n0—
Sl sl pals gue U CoV-2

ol Gl (Koo o | (oS g g9 plw 3l 5w SARS-COV-2 yiulojl (yad Cdo o yo o l> b jo-
gy dgamel o153l g oylallis (leo )3 0315 43 V995 o 4 (6 ums il 81 4 s (£ 990

5




Cublage Sglae Sy Ghieal g leys cudlage &)l5
231y sl )l Ca e 35 e

L 4o g

wljﬁ‘ uoﬁ..a.:;)\b ‘) \39:.> L_S)LH.M.Q “.\.;)‘.b bj}ﬁfu\.a m’uawdsd;‘)ﬁ/ksdou)é c}:v.sd..uc Lﬁ)wsw‘d)jﬁ -

Jlos sl 5 ot ol slo Loy doy 5 omtd ol slge Loy Cusdl o pllss Lai —

@ dpo 5 sl 09, F 4 I S | pw g9 o &5 Sl o s 28 5l (6 Rk sl el 5 S50 (ygaw L STy -

Sl )l zokaw ;o Sighe J S g (6 i Olblixl g (n5lee JolS ol Szl 5l lielol-

51 6 Sy 41 ilgi oo o Y gl bl o 550 g a3 (slb iy wiile b bamo 30 Suslo 31 03liius! -
WS SS yhad p sleRg S 5o (5 lew




Cublage Sglae Sy Ghieal g leys cudlage &)l5
25Ty Sl Lo S e S e




St Sl S 50l 5 oleys b o)l
)':5‘9 Sl jlowm Co s S e

(YoYO JW Fe g PR ain) bg,yl 30 18—wuge¥ (Jad sld Cily 419 wo 40 Jouo

SARS-CoV-2 variant distribution, weeks 35-40, 2025

Variant Classification™ Reporting countries Detections Distribution
{median and IQR)
BA 286 ol & 57 9% |8—24%8)
XFG VUM 7 266 E4% (61—75%)
NB.1.8.1 VUM 5 3 B% [3—1736)

" Data are sorted by classification then medion distribution. For information on SARS-CoV-2 variant clossification
visit ECDC's variant poge. Distributions are based on data from 7 countries submithing of least 10 sequences in the

- 43lo1 Variant Under Monitoring(VUM) we y e <éb 19 4 XFG

— KP.3 (formerly VOI) was de-escalated

-XEC (formerly VUM) was de-escalated
slxs1JN.1 sublineage . BA.2.86;l 545 a9 4 a5 cww | LF.7 Lineage ;| XFG-
aSCol 2Lyl ol zekaw j0 SARS-COV-2  ed 0l 00 8 & colie b .ol ol
295 ke ¢y b Clilo uB g5 gyl 30 kgl S (K 5glgmacas] 5l XFG LT
XFG .cow!
Variant Under Monitoring wo, coxi <ol ylg gus aiub jo pol> Jl> 40 XFG-
.l recombinant ¢ 4,5 ,1,8 (VUM)
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1-ECDC, Overview of respiratory virus epidemiology in the EU/EEA, week 41,
2025




